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Figure 1 



bcl Consensus PCR Primers 
He 

EcoRI AspTrpGlyArgValValAla 

5- AGATCTGAATTCAACTTGGGGGIC (A) GIA(G) TXGTXGC -3' bclx 1-32 



AspTrpGlyGlyGlnGluAsnAspG3.nl leTrp 

AGGGTIGGIGGXACXAGA ( G ) ACA (T) (C) TAGGT 
AGATCT ' AAGCTTGTCCCAICCICCXTGXTCC (T) TGA (G) ATCCA — 3' bclX 2-39 
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Figure 2 

Cdi-1 cDNA clones 
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| Primer sequences 
0 Unknown sequence 



II Noncodlng sequence n * 




Coding sequence 



118/320157 



Figure 3 



10 20 30 40 

* * * 

GftG GAT CIA CAG GGG ACA AGT AAA GGC TAC ATC CAG ATG CCG QGA ATG 
CTC CTA GAT GTC CCC TGT TCA TTT CCG ATG TAG GTC TAC GGC OCT TAC 



>Aha2 



50 
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80 



90 



CAC TCA CGC CCA TTC CTG GAA ACT GGG CTC CCA CTC AGC CCC TGG GAG 
(JTG ACT GCG GGT AAG GAC CTT TGA CCC GAG GGT GAG TCG GGG ACC CTC 



100 



110 
* 



120 



130 



140 



CAG CAG CCG CCA GCC CCT CGG ACC TCC ATC TCC ACC CTG CTG AGC CAC 
fiTC GTC GGC GGT CGG GGA GCC TGG AGG TAG AGG TGG GAC GAC TCG GTG 



150 
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160 



170 



180 



190 



£CG GGT TGG GCC AGG ATC CCG GCA GGC TGA TCC CGT CCT CCA CTG AGA 
^GC CCA ACC CGG TCC TAG GGC CGT CCG ACT AGG GCA GGA GGT GAC TCT 



200 



210 



220 



230 240 
* * 

CCT GAA AA ATG GCT TCG GGG CAA GGC CCA GGT CCT CCC AGG CAG GAG TGC 
^GA .CTT TT TAC CGA AGC CCC GTT CCG GGT CCA GGA GGG TCC GTC CTC ACG 
MASGQGPGPPWOT?c> 
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* 



310 



320 



330 



3<0 



V 



350 



6. 1 
360 



370 



390 



400 



>NC0l 
"I 

410 



T M 



420 



440 



450 



460 



470 
* 



Cog tag tag ccc ctg ctg tag ttg 





* 






CAT 


CAG 


CAG 


GAA 


CTA 


GTC 


GTC 


CTT 


H 


Q 


Q 


E> 




380 

* 






GAG 


ATG 


GTC 


ACC 


CTC 


TAC 


CAG 


TGG 


E 


M 


V 


T> 




430 




GGA 


CGG 


CAG 


CTC 


CCT 


GCC 


GTC 


GAG 


G 


R 


Q 








480 
*- 


TCA 


GAG 


TTC 


CAG 


AGT 


CTC 


AAG 


GTC 



c 



08/; 



Figure 3 cont. 



AIIG DDINRRYDSEF 

>Pstl 



490 
* 



500 



510 



520 



530 



ACC ATG TTG CAG CAC CTG CAG CCC ACG GCA GAG AAT GCC TAT GAG TAC 
TGG TAC AAC GTC GTG GAC GTC GGG TGC CGT CTC TTA CGG ATA CTC ATG 
TMliQHLQPTAE NAVEY> 



540 



550 
* 



560 



570 
* 



TTC ACC AAG ATT GCC ACC AGC CTG TTT GAG AGT GGC ATC AAT TGG GGC 
TGG TTC TAA CGG TGG TOG GAC AAA CTC TCA CCG TAG TTA ACC CCG 
F T KIA TSLFESGINWG> 



5:?0 



S90 



600 



610 



620 



CGT GTG GTG GCT CTT CTG GGC TTC GGC TAC CGT CTG GCC CTA CAC GTC 
QCA CAC CAC CGA GAA GAC CCG AAG CCG ATG GCA GAC CGG GAT GTG CAG 
RVVALLGFGYRT. ar. HV> 



630 



640 



650 



660 



670 



7AC CAG CAT GGC CTG ACT GGC 5TC CTA GGC CAG GTG ACC CGC TTC GTG 
#FG GTC GTA CCG GAC TGA CCG AAG GAT CCG GTC CAC TGG GCG AAG CAC 
YQHGLTGFL GQVTRFV> 



>Sf.ll 
I 



680 
■ * 



690 

* 



700 



710 720 
* * 

GTC GAC TTC ATG CTG CAT CAC TGC ATT GCC CGG TGG ATT GCA CAG AGG 
CM CTG AAG TAC GAC GTA GTG ACG TAA CGG GCC ACC TAA CGT GTC TCC 
VDPMLHHCIARWIAQR> 



730 



740 



750 



760 



770 



<3GT GGC TGG GTG GCA GCC CTG AAC TTG GGC AAT GGT CCC ATC CTG AAC 
OCA CCG ACC CAC CGT CGG GAC TTG AAC CCG TTA CCA GGG TAG GAC TTG 
S G W V AALNLGMG P I LN> 



780 
* 



790- 



800 



810 



QTG CTG GTG GTT CTG GGT GTG GTT CTG TTG GGC CAG TTT GTG OTA CGA 
CAC OAC CAC CAA GAC CCA CAC CAA GAC AAC CCG GTC AAA CAC CAT GCT 
VLVVLGVVLLGQFV 



V 



R> 



820 



830 



840 



850 



860 
* 



AGA TTC TTC AAA TCA TGA C TCC CAA GGG TGC CCT TTG GGT CCC GGT TCA 
TCT AAG AAG TIT AGT ACT G AGG GIT CCC ACG GGA AAC CCA GGG CCA AGT 
R F F K S *> 



670 



>Afl2 
I 

880 I 



830 



900 



910 



GAC CCC TGC CTG GAC TTA AGC GAA GTC TTT GCC TT^ TCT GTT CCC TTG 
CHS GGG ACG GAC CTG AAT TOS CTT CAG AAA CGG AAG AGA CAA GGG AAC 



>Hind3 
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920 930 940 950 960 

* * * , * * 

Cag ggt ccc ccc tca aga gta cag aag ctt TAG caa gtg tgc ACT CCA 

OjTC OCA GGG GGG AGT TCT CAT GTC TTC GAA ATC GTT CAC ACG TGA GOT 

>PStl 
I 

970 980 990 1000 1010 

* * * * * 

<gCT TCG GAG GCC CTG CGT GGG GGC CAG TCA GGC TGC AGA GGC ACC TCA 
CGA AGC CTC CGG GAC GCA CCC CCG GTC AGT CCG ACQ TCT CCG TGG AGT 



>Apal 



1050 



1020 1030 1040 

* * * 

ACA TTG CAT GGT GCT AGT GCC CTC TCT CTG GGC CCA GGG CTG TGG CCG 
TQf AAC GTA CCA CGA TCA CGG GAG AGA GAC CCG GGT CCC GAC ACC GGC 

1060 1070 1080 1090 1100 

* * * • * 

tCT CCT CCC TCA GCT CTC TGG GAC CTC CTT AGC CCT GTC TGC TAG GCG 
AGA GGA GGG AGT CGA GAG ACC CTG GAG GAA TCG GGA CAG ACG ATC CGC 

1M0 1120 U30 1140 1150 

* * * * * 

CTG GGG AGA CTG ATA ACT TGG GGA GGC AAG AGA CTG GGA GCC ACT TCT 
QAC CCC TCT GAC TAT TGA AOC CCT COG TTC TCT GAC CCT CGG TGA AGA 

1160 1170 " 1180 1190 1200 

* * + * * 

CCC CAG AAA GTG TTT AAC GGT TTT AGC TTT TTA TAA TAC CCT TGT GAG 
Q<KJ GTC TTT CAC AAA TTG CCA AAA TCG AAA AAT ATT ATG GGA ACA CTC 



>Aha2 



1240 1250 



1210 1220 1230 

* * * 

AQC CCA TTC CCA CCA TTC TAC CTG AGG CCA GGA CGT CTG GGG TGT GGG 
TCQ GGT AAG GGT GGT AAG ATG GAC TCC GGT CCT GCA GAC CCC ACA CCC 



1260 1270 1280 1290 

* * * * 

GfitT TGG TGG GTC TAT GTT CCC CAG GAT TCA GCT ATT CTG GAA GAT CAG 
C7A ACC ACC CAG ATA CAA GGG GTC CTA AGT CGA TAA GAC CTT CTA CTC 

130C 1310 132Q 1330 1340 

' * * * * 

C&C CCT AAG AGA TGG GAC TAG GAC CTG AGC CTG GTC CTG GCC GTC CCT 
QlG GGA TTC TCT ACC CTG ATC CTG GAC TCG GAC CAG GAC CGG CAG GGA 

1350 1360 1370 1360 • 1390 

* * * * * 

AAG CAT GTG TCC CAG GAG CAG GAC CTA CTA GGA GAG GGG GGC CAA GGT 
TTC GTA CAC AGG GTC CTC GTC CTG GAT GAT CCT CTC CCC CCG GTT CCA 

1400 1410 1420 1430 1440 

* . * * * 4- 

CCT GCT CAA CTC TAC CCC TGC TCC CAT TCC TCC CTC CGG CCA TAC TGC 
GQA CGA GTT GAG ATG GGG ACG AGG GTA AGG AGG GAG GCC GGT ATG ACG 
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1450 1460 ' 1470 1480 1490 

* * * * * 

CTT TGC AGT TGG ACT CTC AGG GAT TCT GGG CTT GGG GTG TGG GGT GGG 
GAA ACG TCA ACC TGA GAG TCC CTA AGA CCC GAA CCC CAC ACC CCA CCC 

1500 1510 1520 1530 

* * * * 

GTG GAG TCG CAG ACC AGA GCT GTC TGA ACT CAC GTG TCA GAA GCC TCC 
CAC CTC AGC GTC TGG TOT CGA CAG ACT TGA GTG CAC AGT CTT CGG AGG 

1540 1550 1560 1570 1580 

* * * * 

AAG CCT GCC TCC CAA GGT OCT CTC AGT TCT CTC CCT TCC TCT CTC CTT 
TTC GGA CGG AGG GTT CCA GGA GAG TCA AGA GAG GGA AGG AGA GAG GAA 

1590 1600 1610 1620 1630 

' * * * - * * 

ATA GAC ACT TGC TCC CAA CCC ATT CAC TAC AGG TGA AGG CTC TCA CCC 
TAT CTG TGA ACG AGG CTT GGG TAA GTG ATG TCC ACT TCC GAG AGT GGG 

1640 1650 1660 1670 . 1680 

* * * * * 

ATC CCT GGG GGC CTT GGG TGA GTG GOC TGC TAA GGC TCC TCC TTG CCC 
TAG GGA CCC CCG GAA CCC ACT CAC CGG ACG ATT CCG AGG AGG AAC GGG 

1690 1700 1710 1720 1730 

it * * * * 

AGA CTA CAG GGC TTA GGA CTT GGT TTG TTA TAT CAG GGA AAA GGA GTA 
TCT GAT GTC CCG AAT CCT GAA CCA AAC AAT ATA GTC CCT TTT CCT CAT 

1740 1750 1760 1770 

★ * * * 

GGG AGT TCA TCT GGA GGG TTC TAA GTG GGA GAA GGA CTA TCA ACA CCA 
CCC TCA AGT AGA CCT CCC AAG ATT CAC CCT CTT CCT GAT AGT TGT GGT 



>EamHl 



1780 . 1790 



1800 1810 1820 



CTA GGA ATC CCA GAG GTG GAT CCT CCC TCA TGG CTC TGG CAC AGT GTA 
GAT CCT TAG GGT CTC CAC CTA GGA GGG AGT ACC GAG ACC GTG TCA CAT 

1830 1840 1850 1860 1870 

* * * * *' . 

ATC CAG GGG TGT AGA TGG GGG AAC TGT GAA TAC TTG AAC TCT GTT CCC 
TAG GTC CCC ACA TCT ACC CCC TTG ACA CTT ATG AAC TTG AGA CAA GGG 

1880 1890 . 1900 1910 1920 

* * * * * 

CCA CCC TCC ATG CTC CTC ACC TGT CTA GGT CTC CTC AGG GTG GGG GGT 
GGT GGG AGG TAC GAG GAG TGG ACA GAT CCA GAG GAG TCC CAC CCC CCA 

1930 1940 1950 1960 1970 

* * * * . * ' 

GAC AGT GCC TTC TCT ATT GGC ACA GCC TAG GGT CTT GGG GGT CAG GGG 
CTG TCA CGG AAG AGA TAA CCG TGT CGG ATC CCA GAA CCC CCA GTC CCC 

1980 1990 2000 2010 

•K ■ * ★ * 

GGA GAA GTT CTT GAT TCA GCC AAA TGC AGG GAG GGG AGG CAG ATG GAG 
CCT CTT CAA GAA CTA AGT CGG TTT ACG TCC CTC CCC TCC GTC TAC CTC 
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2020 2030 2040 2050 2060 

* * * * * 

CCC ATA GGC CAC CCC CTA TCC TCT GAG TGT TTG GAA ATA AAC TGT GCA 
GGG TAT CCG GTG GGG GAT AGG AGA CTC ACA AAC CTT TAT TTG PCA CGT 

2070 2080 2090 

* * * 

ATC CCC TCA AAA AAA AAA CGG AGA TCC 
TAG GGG AGT TTT TTT TTT GCC TCT AGG 



Figure 4 



Multiple Tissue Northern 

bcl-2 and cdn-1 hybridization 

o 
to 
zs 




bcl-2 
cdn-1 



Random primed. Klenow-labeled fragments of 
bcl-2 and cdn-1 clones were hybridized to a multiple 
human tissue Northern blot (Clontech 7760-1), at a 
final concentration of 1x10 6 cpm/ml for each probe. 
Blot was washed at high stringency. 
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Figure 5 cdn-2 gene sequence 



10 20 30 40 50 60 

* * * * * * 
TTT TAA TAT AAA TTA ATG TGC TCT ATT TAT AGA GAC AAT ACA TGA AAT ATA CTT AAT AAA 
AAA ATT ATA TTT AAT TAC ACG AGA TAA ATA TCT CTG TTA TGT ACT TTA TAT GAA TTA TTT 

70 80 90 100 110 120 

* * * * * * 

AAT TCA AAT GTT ATA GAA CTG AAA AAG ATG AAA AGT AAA AAC AAC CTA TTC CCC AGA GGT 
TTA AGT TTA CAA TAT CTT GAC TTT TTC TAC TTT TCA TTT TTG TTG GAT AAG GGG TCT CCA 

130 140 150 160 170 180 

* * * * * * 

AGC CAC TGT CCA TAG TTT CTA TTT TAG ATT CTT TCC TTT ATA CAA GAT TAT TAT AGC TTC 
TCG GTG ACA GGT ATC AAA GAT AAA ATC TAA GAA AGG AAA TAT GTT CTA ATA ATA TCG AAG 

190 200 210 220 230 240 

* * * * * * 
TAT TTT TTG GTG TAT GAA CTG TAG TCC TAG AGG ATT TTA TTA GTT ATG AGT TCT ATA ACT 
ATA AAA AAC CAC ATA CTT GAC ATC AGG ATC TCC TAA AAT AAT CAA TAC TCA AGA TAT TGA 

250 260 270 280 290 300 

* * * * * * 
AAG ATC CAT CAT CTT AGT TGC TAA GAA CGT AGA TAC TGA GAA CAT CAT TTA AAA AAA CAT 
TTC TAG GTA GTA GAA TCA ACG ATT CTT GCA TCT ATG ACT CTT GTA GTA AAT TTT TTT GTA 

310 320 330 340 350 360 

* . * * * * * 

TTT TGG CTG GCA CCT CAT GAT CAC TGG AGT CTC GCG GGT CCC TCA GGC TGC ACA GGG ACA 
AAA ACC GAC CGT GGA GTA CTA GTG ACC TCA GAG CGC CCA GGG AGT CCG ACG TGT CCC TGT 

370 380 390 400 410 420 

* * * * * * 

AGT AAA GGC TAC ATC CAG ATG CTG GGA ATG CAC TGA CGC CCA TTC CTG GAA ACT GGG CTC 
TCA TTT CCG ATG TAG GTC TAC GAC CCT TAC GTG ACT GCG GGT AAG GAC CTT TGA CCC GAG 

430 440 450 460 470 480 

* * * * * * 
CCA CTC AGC CCC TGG GAG CAG CAG CCG CCA GCC CCT CGG GAC CTC CAT CTC CAC CCT GCT 
GGT GAG TCG GGG ACC CTC GTC GTC GGC GGT CGG GGA GCC CTG GAG GTA GAG GTG GGA CGA 



>BamHI 

490 500 
* 



510 520 530 540 

* * * * 

GAG CCA CCC GGG TTG GGC CAG GAT CCC GGC AGG CTG ATC CCG TCC TCC ACT GAG ACC TGA 
CTC GGT GGG CCC AAC CCG GTC CTA GGG CCG TCC GAC TAG GGC AGG AGG TGA CTC TGG ACT 

550 560 570 580 590 600 

* * * * * * 

AAA ATG GCT TCG GGG CAA GGC CCA GGT CCT CCC AGG CAG GAG TGC GGA GAG CCT GCC CTG 
TTT TAC CGA AGC CCC GTT CCG GGT CCA GGA GGG TCC GTC CTC ACG CCT CTC GGA CGG GAC 
MASGQGPGP P RQECGEPAL> 

610 620 630 640 650 660 

* * * * * * 

CCC TCT GCT TCT GAG GAG CAG GTA GCC CAG GAC ACA GAG GAG GTT TTC CGC AGC TAC GTT 
GGG AGA CGA AGA CTC CTC GTC CAT CGG GTC CTG TGT CTC CTC CAA AAG GCG TCG ATG CAA 
PSASEEQVAQDT .EEVFRSYV> 

670 680 690 700 710 720 

* * * * * * 

TTT TAC CAC CAT CAG CAG GAA CAG GAG GCT GAA GGG GCG GCT GCC CCT GCC GAC CCA GAG 
AAA ATG GTG GTA GTC GTC CTT GTC CTC CGA CTT CCC CGC CGA CGG GGA CGG CTG GGT CTC 
FYHHQQEQEAEGAAAPADPE> 
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Figure 5 cont. 
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1030 1040 1050 

* * * 

GAC TTC ATG CTG CAT CAC TGC ATT GCC CGG 
CTG AAG TAC GAC GTA GTG ACG TAA CGG GCC 
DFMLHHC IAR 



1060 1070 1080 

* * * 

TGG ATT GCA CAG AGG GGT GGC TGG GTG GCA 
ACC TAA CGT GTC TCC CCA CCG ACC CAC CGT 
WI AQRGGWVA> 



1090 1100 

* * 

GCC CTG AAC TTG GGC AAT GGT 
CGG GAC TTG AAC CCG TTA CCA 
A L N L G N G 

1150 1160 

* * 

TTG GGC CAG TTT GTG GTA CGA 
AAC CCG GTC AAA CAC CAT GCT 
L G Q F V V R 



1110 1120 

* * 

CCC ATC CTG AAC GTG CTG GTG 
GGG TAG GAC TTG CAC GAC CAC 
P I L N V L V 

1170 1180 

* * 

AGA TTC TTC AAA TCA TGA CTC 
TCT AAG AAG TTT AGT ACT GAG 
R F F K S *> 



1130 1140 

* * 

GTT CTG GGT GTG GTT CTG 
CAA GAC CCA CAC CAA GAC 
V L G V V L> 

1190 1200 

* * 

CCA AGG GTG CCT TTG GGG 
GGT TCC CAC GGA AAC CCC 



1210 1220 1230 

* * * 

TCC CAG TTC AGA CCC CTG CCT GGA CTT AAG 
AGG GTC AAG- TCT GGG GAC GGA CCT GAA TTC 

>Hind3 
1270 1280 | 

* | 

GGT CCC CCC TCA AGA GTA CAG AAG CTT 
CCA GGG GGG AGT TCT CAT GTC TTC GAA 



1240 1250 1260 

* * * 

CGA AGT CTT TGC CTT CTC TGC TCC TTG CAG 
GCT TCA GAA ACG GAA GAG ACG AGG AAC GTC 
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Cegoemce Fangs:. 1 to $109 ^^^^ 

* • « ■ • • * 

QAA9TCTOC7 AAtVACttTAA ACftMxa-TGA ACMCTICIT 7CACTVC7CT C AX7TCIC AC r TICfCM-IC* MAATOOIXU 

A7AA77TCTA A3AC7TCGC7 AAIAATCVAC GAC7C7ACAA GAQQ CAA7AS W7AC1WG3 ACACAGLM3CA OOCmGCAA 

ACACACAA&A CTC-GGTTTA0 ATTCCTGCAC TDCAOOCA&r OTfflCACTCC DCCAADCTIC TICACTJCTC 7AAA0OCCCA 
' , J 2C 

1 » * * 4 * t , 

TCTOWTAtC TCrACAOCM, AD7AWTOCA OOCAW3C7OT DCAA&ETOCA OQlTWUttTO 77GCCTIC0C 

* * *■ ■ * * * 4 

TmV7ACTA AATTVnCXA OCCCATCAC1. AAAACOCTAC r&7CrCTTIC TTAAOOTOAr TaiCTOCVTO 

- * * ♦ 

TCIVJTCCAG OAACTCTATO OQITICTtXA CCCAAWTCA OCCICOOCTT GAOCAAA7QG CICftCXMCT 7CATGGATCC 

560 

1 ******* 

7GCTOTOATO ACACAGCCTC CJ,CTCA1>CA7 CTODOO^IGC AQC7ACAA7G CAVTTCTGJ^i 7QGGCATT-AD CtfOGGQaAT* 

' ■ * - » *. * * 

OCACA70CCC AOCAATCPCA GAmAXC7TC7 OICACAOTCCT AOOOCCftAOC AT^OCTTCTC AAATCA7AAr CXJCITAOCAC 

GAa\GC7Arc 70CW3CACCC A7GMATMA CACtAGOOCT WXXMW>AA7 CTCAOCCAOT X7CITOA07C ^"rOCAACTA 

600 

• fc t • «. » 

C7CT>XS703C AG3CGOQCOC TTCCnTTTA MWJAOT7CT GGGATCAGV7 CCTTJCfcCAA JkjCADfLTOCCT COCCACOCIC 

* * * • * • a 

OCH>TTOlCC AfWTCTOZAC ACTOAAAA&r AAuAEAGCAT mcTAAGOC ATf.TTJ^AAA *AOTTTOC7T AVACCTTOVT 

(tfcO 



• ■ * * ♦ 

C7JCACGACAA CAJ/2PCCCTC CT/AASArCCC TJAICTIYC7 CIWICICCTA TmVlTlV C CCCIGACCTI CCAXGCOC7A. 

1C*0 

* * - * t * 

C7CTACTTIC TODCrCCCIVi CCTCWOAA AGICUiCTC AAArJUOTTC AACTAOCCO? nVAGl^CXJC ACaXATTK 

122D 

* * * • » * * 4 

ATmTAECT tfcOOCAGAGC CTTAATTWr OCATCWA0C ATftGCACIftC CTIXCW?CAC CTCAGGCACA ATACAITG7T 

120D 

r * * * » i , * 

ttAAACAG7GA CAG7CCC7CC CA7T0CAMTA >XW,CtACAC 1CACAOCAAA OCITOXTCV CCTOTCroCA GACTliACOCA 

r * * * » . 

TWJAGAAAA rT7CCA£^CT TCC77ACCIC TOAICACT7 GAAAAATCTA TmrTCtflT 7ATCCATTTA ATIVZCCCVA 

1360 

TCTAASCCAG C£A7A£PCAA ACA7T77CTC WXWOCCCA ACIAQCATCA TAKArATGTT JVSCC7CTCCA CKCCACTTAC 

1440 

A0TJTIOTCA TG?A7TC9TT IT^TOCTOO^ rCTTIOTATT A Tl ' lVUfm CAATCCTm AAAATO7M»ft AAfACAOftTC 

1520 

AtfCACTCGAO CtXTOGtJOOC ACAOQ^OAC AAOCAAAQOC TACATOCAOfi 7ACCAa«VMir OaiCTOXCtC 

1600 

CXX/TItCTOS AATXrraCGCT nXACTCAOC COCTOCWACC AOCAOXTCC AO0COC77CC GACC77CAAC TOCACCCTCC 



J I Figure 7 cont. % 08/320157 
C WCATOCCTO CAGQCTO*CA CTOTCCTOCA CTOKGXCCTO AAAA KTG OCA TOG COO 

A S G» 

■ * k i i , 

WA CCC CIA OOO CCT COC ADC CAD GAC TGC QOA AJUG OCC CTC DDC 7CT QCf TCT CUM3 OAG CV5 

* * P 0. P * R D * C 0 K V A 1. r & A 8 TT^ 

1760 

WA CCC CAG GAC KVC CWJ CGG 7TT ICC OCK OCT ADO TIT TIT AOC ACC AIC JkCC AGC MAC AOG AOG 
'/AgDMBC3P?A A 7PF7riBIlNJtR> 

* * • , 

CTC AAB QCG COO COO CCC CTC CCC ACC CAC ACA DXJ TCA OCT 70C COC TCC AAC CIA OCA OCA OCA 

* 4 I 

IW CCC AGO 70C DAC CCC AOC 7CC OCA TCA OCA GGA CCA CAT CAA CCX2 CCA CTA TCA CT7CWJASr 
M C ^W0 CSSf>9fORHQPAL 4 > 

20DD 

• * * * * t . , 

TOCW2ATCAT GC7CCAQCAC CTOCA0CCCA CCOCAGtVGAA OQOCTAOG&C ?ACTlCAOCA AGATOXCIT CACLCTZCtVI 

2<XS0 

• * • 

CAGAGTCGCA ttAACCOOOG OOQTOIQOVa CCTCTCCTOG GCTTCGCC7A CCG7CTC0TC C7ACAPGTCT AOCAOCACW 

2160 

■ * * i « 

CTTGACTWC ITCCICCOCC TC^rCACCCQ CITOQIWK: TOMGCCQC WAAOOCAT CTXX3CCOTOG ATCT03CAGA 

2240 

CCOGOOCCTO GOTOOCAOOC CTCGAC7TCC QCAA'JhtVCC CATOCKAAC DTOCTQCroG ITOJaCtfjaT OmCTOCTO 

232D 

CCOCttHTTO TTG7AA&AA0 A7TCTTCAAA TCA7GACTOC CAGGGSTCTC CITTOO^rc iCAGCTGTGA CQOTOOCTC 
CACT7AAGOC AAG7CTTTO3 CTOXCCACT CCCT70CMP0 OCTCArOCCT/ CAAAAC7ACA CAAQCIC7AG CAAGTOTOCft 

cccooocroc ogaotqcooc rawroawp ocaotcacgc tgcogackca octcaacait ocAaxrrcci Acrocccocr 



2560 



cicrcroccc ccadqqgctc rooactrac octto^mc7 craccywcrc c-mtTcric ictoctagoc octccacaoc 

2660 

CTOA^AACT? Q03GAAADAA OAGL^CTCGOA (MCACTGCrc O0CAG7AJWr OTTW/XWr TTTAOCTIT7 TAWATSlCO: 

2720 

* * * * % % . 

TIGOGAGAGC OCAtTOCCAC CAmrTAOOC AAQGOCXXXTA TOTCTWCWr G700CDGTXC 07CCO7CCTA A0CiAO3It5C 

2*00 

* « * * * i * , 

OOCACGATIC A0CIA9TCTO OAACADCAGA GOCTAMUGC 7AOCACSTOA OOCCCTCOCT AMSCATCATO 

26^0 

■JOTCCCAOOA C3CWCACT0A CTCO0RCW>3 OGACCAAOGT OC7ACCCADC DCTOCCWK) 000CCA7TCC TOCTTOOOCC 

A7ACTOOCTT 7OXRQtV0GA CTCXACGGA TOTKOOCTT OOOGTCnXtt 00300010GA C7AACAOQCC ACAOCTOTCT 

304D 

CXACTTATtir C7CA5AAOCC 1CCAAQCCVG CtT7CCCAAGC ^CTCTTAJOC rCTOICCC7T CCTCTTTXJCT TA7ACA7ACT 

3UD 

r * * * « i * i 

■JDCrctXAAC OCATTCACIA CAW3TCAAOG COCICXOOCA TOOCTCCOOO OTCATTCOCr AAOXCDCIC 



0 Figure 7 cont. ^ 08/320157 

OCOCCOC*£A CTACAX3CWT TOTOCW CTIGCmCT rATTlCAOOC ATAAOaWTA CWCaCTICAT CTOGAAQQTT 

1280 

* * 4 * r . 4 t 

CTAACIC06a GWjGGWnftr OAC/OCATA OQAAICCCAG ADC700CA7C CTCCCTCKW CCWTOGCftC JWTtfTAJI/ICC. 

AGOOGMOMS AIAQOGAACT OTOAAl&Ctn QKACtCTGOC OOOOCATOC1 CCATOCICCI CAJCCTTTCTG OC1CICTCCT 

3I4.D 

****** r r 

CftOTGITOOQ cn&AGAGWJC CTICICTA7C OODCA^XDCC 7A00OTOTia GCO71CAA0& QDGAGAAC7-Z CTVGATICftG 

3S*0 

CCAAATOGW DOAOOOGAOG CACfcAiCCljOC CCACAOOCCA CTCCCTATCC UCTOfcDSBTT TQGAAAttOJi CTOIOCAATC 

* » * * k « « 

OCATCAAAAA AAAJJJiCCJtG AAAAAMTOT AA4AA&CATC CTOWXTOIVk AQCTACTXAr AGCCCCA7AA AjCJ^ACOACT 

CTIAATOCAC ACAAACA7AC ACffAjQMAa AAOAAVIfcAG TTCTCICCAC OCAC0G7CCC 7CACAJOCriCT AACICCA0CA 

J760 

* * * * i » « 4 

CHTOOGACA CXLUACTWC KAJGA7CATTT GWTCCADOA CTTOOAGAjTC AGCCTOJACA ACA?AO^VAO MCTTA7CIC 

5940 

7ACACAAAAr 77AAAAAAAA CfcAAAAAACT AjQOCGCACAG CTCTOCAGTC CTftGCTJACTC CGGAO0CTOA 02IGG42A&AA 

mo 

TCCT7GMCC CAOGGA7TJA CV77GACGIT QCAOItfAOCT AKXVnOCAC CACTOCACTC CAGACIGCC7 CACTCACUJA 

4CO0 

OACOCTGICV CAAA?A7AAA GAX05AACAA C7TCTAG77T TCJUkTSU^OC AA7A0G0TOA GVQCACITAG CftACAACATA 
TTCTCIAm CAAM7AQCT ACAACA0W3O AlfcTOAACTO TOCLfOJA CAAO0AA7GA TAAOCntXA «?GACA£X7 

mo 

« * * * * * 4 0. 

ACC77AAATA CCCTOA7TTC ATCArFACAC 7C1SWCAAAA rATTACATOr AOOCCATAAA CT7OTGTAAA 

mo 

B\?7AT3rA7 CCACTTTTTA AAOTTCCCAQ AJCOOCAAAAC CACTOCWIC (TTTOCAOTC OTCACTOTGA GCACTCCCAG 

' « < « % * 4 * 

CTCAOC&AA7 CTA7CACCCA AAATCTOQQC AATOTOOOAA ATPW3C7TCA 7DOCAQC7ftr OaCTtTOOCA CTOWMGAA 

4400 

• • «■ I * « 4 * 

n?ATTTCCAG AGX7AC7TAA 7CCTOU77C CCCACIC7TT OCTTCAOOW? 7TIGOC7IOGC CAWSiACATO AC7TGACAGTG 

• * * 9- * • * C 

AO^ICTTW: AT-77CACCTO CAAOOWACA AATOCJJ.Tr? TGrWTTOAAC CCAAAOCTTC 7AAAAACAOA 

156G 

♦ * « I « • 4 4 

aocicrcwoc avcacaaca? atgcoctqat cxulmctola ctv/aaitca oemwxiccr tccooctitc gaacctoott 

♦ » t # #■ * I 4 

Tcmvrarr ccticactcc ajgtcagaatc (Xattcccto ccciocaooc adcxttztact cAC7t?icrc7 <?tcctocaaa 

QCTCfTVIhUk 7AOTTVJCTOA 0TT7CTCCAC O^QCrCATCT TTOCTCTOTT CC7AADAAAT AAC7ACADTO TTWAJWAAA 

* * 9 % * * » » 

XAtTTOfOGC OQO&TOCAGr OC7TCACAJCC TaWA70CA& GACTlTOOiA COOCWW3QCA OCIOGAVCAT CaX?ICS^>jCA 



# 



08/320157 



Figure 7 cont. 



CTCUVnVU AACAGTTTOC 



OATCATCATC CMQCAOTIT 

t % 



CTTOAGAOC ATCWTCOOCA ACAtWHJAA ACCOCATCTC 7*CIVUUJJtf ACAMAMTA CC7O5G70T0 0TOOQ3CKCA 

• 960 

t- %- «- g # 

ocrovAcrcx caqctacicc ooacxxtcac cojqgasaat oocrroAco: Tcaawccoa aqotixxact GMiCoaAm7 

5W0 

»■ • * * r 

CACOOCACTC CACroCAGCC TWSCGACAGA CCGWACTOC ATCTCAAAAA AMGAAAJUft 7AAMViOl*7G AAA<TfcA*CAC 

* • 4 » ♦ 

AAOTCTA7AA ACTTAAAXAA ?AAJAIAAAA ViCACGCTCC AOOCTTOO/TT CCCCCCACLV: 

S20O 



AX30CAATGAC aTCArAAKPr CS0Q.VXO77M TCAfOCTCAC CTOMWTIT OTOGAQQQGA 



S20O 



CCCAACC CAC AAAATCACPtC 7CTTTCAGC7 AAATTC7TAA QCICCC70G? 

536 D 

* * * a ► * 

ATCCdCWX CChCMTWX CTCTGAAACA CCTOCCACA7 OOCTCTCTC7 CCACCCICCC 



Wil-2 transformantsO.1% FBS 



Figure 8 
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F15,12 transformants - IL-3 
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